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OIPE 



RAW SEQUENCE LISTING 

PAT ENT AP P L I CAT ION: 



US/09/717, 789 



DATE: 12/06/2000 
TIME: 14:55:40 



C--> 

c--> 



4 
5 
6 
8 
1.1 
13 
13 
13 
14 
16 
17 
.19 
21 
2 3 
24 
25 
26 
28 

2 9 

3 0 
3 2 
33 
34 
35 



38 

3 9 

4 0 
4 1 
4 2 
4 3 
4 4 
4 5 
A 6 
M 
48 

4 9 
50 
51 

5 2 
5 3 
5 4 
5'5 
56 
57 
58 



Input Set : A:\W078 8 80.txt 

Output Set: N:\CRF3\12062000\l7177 89.raw 

<1.10> APPLICANT: Chiorini, John 
Kotin, * Robert M. 
Safer, Brian 

<12 0> TITLE OF INVENTION : AAV 5 VECTOR AND USES THEREOF 

<:i 3 0> F I LE R INFERENCE : 1 4 0 1 4 . 0 3 2 3 U 3 

<14 0> CURRENT APPLICATION NUMBER: US/09/717,7 8 9 

<14 1> CURRENT FILING DATE: 2000-11-21 

<15 0> PRIOR APPLICATION NUMBER: PCT/US9 9/119 5 8 

<151> PRIOR PILING DATE: 1999-05-28 

<150> PRIOR APPLICATION NUMBER: 60/087,029 

<151> PRIOR FILING DATE: 1998-05-28 

<16 0> NUMBER OF SEQ ID NOS : 23 

<170> SOFTWARE: FastSEQ for Windows Version 3.0 
<210> SEQ ID NO: 1 
<2.1 1> LENGTH : 4 6 52 
<212> TYPE : DNA 

<213> ORGANISM: Artificial Sequence 
<2 2 0> FEATURE: 

<223> OTHER INFORMATION : Description of Artificial Sequence : /Note 
s y n t he tic construct 
SEQUENCE: 1 

cccoctgteg cgttegctog 
ccagacgacg gccctctggc 
caqggqggag agtgccacae 
atgtaatgct tattgtcacg 
aataggaaga aagcgcgcgt 



ENTERED 



<400> 

tggoaetctc 
caaagagc tg 
gcgaacgcga 
tg tea taatg 
tgttttatcc 
aagaccgagt 
gecatgge ta 



gaacgagccc gccgccattc 



ccttc tatga 



cctggaattt ctgacagctt 
gagtcagatt taaatttgac 



cgccgcgtgt 
ca gtttgaaa 
tcttccatgg 
ttccagggaa 
ggagecaata 
ccggagcttc 
gaggagegea 
gcggcttcgc 
tacatqgege 



tcctg taega 
aggga tctga 
tcctcggccg 
ttgaacccca. 
aqgtggtgga 
agtgggcgtg 
aaeggeteg t 
agegtgag tt 
tegtcaactg 



caggaaaatc aggagagota 
aaggccgcgc tcgacaacgc 



ctcg tgggga 
atgaa tggct 
ttcaacaaga 
geggaggeca 
ttteoettta 
aacaaggtgg 



gctccg ttcc 
acgacccggc 
ggaaeaccgt 
tcgcccacac 
a tgaetg tg t 
ttgaatcege 



ag tea t tg tt 
tg tggactgg 
tctggttgaa 
gtggaacaaa 
atattttcat 
c tacgtgagt 
gatcaacgac 
ttctgggta t 
gacaaacotg 
egcgcagttt 
ctcggctgac 
gotcgtggag 
ce to tec t to 
gaoeaaaatt 
cgaggaca 1 1 
eta cgegg ga 
ctggctctae 
tgtgcccttt 
ggaeaaaa tg 
caaggccatc 



etc gc tggct 
cgtcgccccc 
totcaagcaa 
eg a tag ttaa 
atgagttctc 
ttt.gctctqg 
cgcgtcccat 
gtaac tggtc 
caqcctcag t 
ttt tccaagc 
otgcacacgc 
caga ttcgcg 
tgggtcgeca 
attcccgoct 
gacgagta ta 
etggcagaat 
ccggtcatca 
caoggcatca 
aactccaccg 
a tgagtctga 
tcaaaaaaea 
tc cat octet 
ggacccgcoa 
tacggctgcg 
ctcatttggt 
ctggggggct 



cgtttggggg 
ccaaacgagc 
39999 ttttg 
tga ttaacag 
gegagactte 
aetgetagag 
t tga eg tgga 
aaa tttggga 
tga egg tg go 
aggagtccaa 
ttgtggagac 
eccagctggt 
tcaccaaggt 
acctgctgcc 
a a ttggccge 
cctcgeagcg 
aaagcaagao 
cttcegagaa 
gcaactetcg 
caaaaagege 
gaatctggca 
aegqe tggtg 
cgaceggcaa 
tgaac tggac 
sggaggaggg 
ca a a ggtg eg 



ggtggcagct 
cagegagega 
taageag tga 
tcatgtgatg 
eggggtataa 
gaccc teget 
ggaaca tetg 
gctgcctcca 
tgatagaa tt 
attctttg tg 
ctceggoatc 
gaaagtggtc 
aaagaagggc 
gaaggtccaa 
cc tgaatctg 
ctegcaggag 
ttcccagaaa 
gcagtggatc 
gagecaga tc 

ggiqq^ic tac 

a a tttttgag 
tcagcqctcc . 
gaccaaca tc 
caatgaaaac 
aaaga tgaec 
ggtcga tcag 



6 0 
120 
180 
24 0 
300 
360 
420 
480 
54 0 
60 0 
66 0 
720 
780 
84 0 
900 
960 
102 0 
1080 
114 0 

12 0 0 
126 0 
1320 

1 3 8 0 
144 0 
1500 
1560 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/717,789 



DATE: .12/06/2000 
TIME: 14:55:40 



Input: Set : 
Output Set: 



A:\W078880.txt 

N:\CRF3\1206 2 0 00\I717 78 9 .raw 



59 

60 

61 

62 

63 

64 

65 

66 

67 

68 

69 

70 

71 

72 

73 

74 

75 

76 

77 

78 

79 

80 

81 

82 

83 

84 

85 

86 

87 

8 8 

8 9 

90 

91 

92 

93 

94 

95 

96 

97 

98 

99 

100 

101 

102 

103 

104 

105 

106 

107 



aaatg taaa t 
atgtg tg tgg 
cycaty ttca 
cagyaagtca 
t ttaaagttc 
cLgggtgacg 
y ttcccgaqa 
aattgyaatt 
aacaaa tgtg 
gtaact: cact: 
tttgggyatt 
gttgatcacc 
cttgaagcgg 
cttgtgc tgc 
g tcaacaggy 
qcgggagaca 
gcegacgaca 
gttctcgaac 
atagacgacc 
acctcg tcag 
ccagcc Lcaa 
aa Laaccaag 
tggatggygg 
aaccaccay t 
t ttgga taca 
ccccyagact 
gtcaaaat.ct 
gccaacaacc 
gtcgtcgyca 
ccgcagtacg 
agcttcttct 
tttacctaca 
ttcaayctgg 
ac tgg eg gag 
tggttcccgg 
gccagtg tea 
gtgcccccgc 
gayaacacta 
gngggenaca 
aacgtcggcg 
acgtacaacc 
caaggaccca 
a tgggegyat 
cceggaaata 
acegggcagg 
aacccayaya 
gacagcaccg 
cttLaaccca 
y cctc ttg Lg 



cctc tg ttca 
tgg tgg a tgg 
a a tttyaact; 
aggaet t:t ft 
ccaggy aatt 
Lcaccaa tac 
ogcctcqcag 
caayyta tqa 
atgaatgtga 
gtcaaa ttty 
ttgacga tgc 
ctccagattg 
gcccaccgaa 
ctggt tataa 
cagacgagg t 
acccctacct 
catccttcqg 
ettttggect 
actttccaaa 
acgccgaagc 
qtttgy qayc 
gtgccgatgg 
acagagtcgt 
accqagagat 
qcaccccctg 
ggcaaagact 
tcaacattca 
tea cctc cac 
aegggacega 
gttacgegae 
geetagagta 
actttgagga 
cca acccgct 
tccag ttcaa 
ggcccatggg 
gcgccttcgc 
agecgaaegg 
tga tc ttcaa 
tgc tea tea c 
ggcagatggc 
tccaggaaa t 
tctgggccaa 
teggacteaa 
tcaccagc t t 
tcaccgtgga 
tccag taca c 
gggaa tacag 
ttcatg tege 
g tcattcaat 



aa ttyattc t 
gaattccacg 
yactaayegq 
tgc ttgggca 
ggeggyaact 
t age tataa a 
t tcagacg tg 
ttgcaaa tg t 
a ta tttgaat 
tcatyggat t 
caataaagaa 
gttggaagaa 
accaaaaccc 
eta tetegga 
cgegegagag 
caagtacaac 
gggaaacctc 
ggttgaagag 
aagaaagaag 
tggacccagc 
tgatacaatg 
ag tgggcaa t 
caccaagt.ee 
caaaagegge 
gggqtacttt 
ca tcaacaac 
agtcaaagag 
cgtccaagtg 
ggga tgcctg 
gctgaaccgc 
ctt tcccagc 
ggtqcccttc 
ggtggaccag 
caagaacc tg 
ccgaacccag 
cacgaccaat 
catgaccaac 
cagccagccg 
cagegagage 
caccaacaac 
cgtgcccggc 
gatcccagag 
acacccaccg 
cteggacg tg 
ga tggagtgg 
aaacaactac 
aaccaccaga 
ataccctcaa 
gaataacayc 



acccc ty tea 
acctttganc 
ctcccgccag 
aaggtcaatc 
aaaggggegg 
ag tctggaga 
actg ttyatc 
gaetatcatg 
eggggcaaaa 
cccccctggg 
cag taaa taa 
gttqgtgaag 
aatcagcagc 
cccggaaacg 
cacqaca tct 
cacgcggacq 
ggaaaggcag 
gg tgctaaga 
gctcggaccg 
gga tcccagc 
tetgeyggag 
gectegggag 
acccgaacct 
tccg tcgacg 
gactttaaec 
tactggggct 
gtcacggtgc 
tttacggacg 
ccggccttcc 
gacaacacag 
aagatgctga 
cactccagct 
tactty tacc 
geegggagat 
ggctggaacc 
agga tggagc 
aacctccagg 
gcgaacccgg 
gagaegcage 
cagagctcca 
agcgtgtgga 
aegggggege 
ccca tgatgc 
cccgtcagca 
gagctcaaga 
aacgaccccc 
ccta teggaa 
t.aaaccgtg t 
ttacaaca tc 



ttgtaacttc 
accagcagcc 
a ttttgycaa 
aggtgccggt 
agaaatctct 
agegggecag 

CCqC tCC tCt 
ct;caattt;ga 
atggatgtat 
aaaaggaaaa 
agegag tagt 
g tettcqega 
atcaayatca 
g tetcgatcg 
egtacaaega 
ccgagtttca 
tctttcaggc 
cggcccctac 
a a ga gga etc 
ayetgeaaat 
g tggcggccc 
a ttggcat tg 
gggtgetgcc 
gaagcaacyc 
gettccacag 
tcagaccccg 
aggactccac 
acgactacca 
c teegcaggt 
aaaatcccac 
gaacgggcaa 
tcgctcccaq 
gcttcytgag 
acgccaacac 
tgggctcegg 
tcgagggcyc 
gcagca acac 
gcaccaccgc 
egg tgaaccg 
ccactgcccc 
tggagaggga 
actttcaccc 
tcateaagaa 
go ttcatcac 
aggaaaactc 
ag tttgtgga 
cccga tacct 
a ttcgtgtca 
tacaaaacc t 



caatacaaac 
gctggaggac 
yattactaag 
gaebcacgag 
aaaacgecea 
gctctca ttt 
qegaccgctc 
caacatttet 
ctgtcacaa t 
c ttg tcaga t 
catgtctttt 
qtttttgggc 
a gcccgtgy t 
aggagagect 
ycagcttgay 
ggagaagctc 
eaayaaaayg 
eggaaagegg 
caagccttcc 
cccagcccaa 
a ttgggcgac 
cga ttccacg 
cagctacaac 
caacgcctac 
ccac tggagc 
gtecc tcaga 
caeca cca tc 
gctgcectac 
etttaegctg 
cgagaggagc 
caactttgag 
tcaga acctg 
cacaaataac 
ctacaaaaac 
ggteaacege 
yagttaecag 
ctatgccctg 
cacgtacctc 
egtggcgtac 
cgcgaccggc 
cgtgtacctc 
ctctccggcc 
cacgcctgtg 
ccagtacagc 
caagagg tgg 
ctttgccccg 
tacccgaccc 
g taaa a tact 
ecttge ttg a 



1620 
1680 
1740 

18 0 0 
1860 
1920 

19 8 0 
' 2040 

2100 
2160 
2220 
2280 

2 34 0 
24 0 0 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 

3 3 6 0 
3420 
3480 
3540 
3600 
3660 
3 7 20 
3780 
3840 
3 900 
3 96 0 
4020 

4 080 
4140 
4200 
4260 
4320 
4380 
44 4 0 
4500 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/717, 789 



DAI K : .'I 2/06/2000 
TIME: 14:55:40 



Input; Set : A:\W07 8 8 80.txt 

Output Set: N:\CRF3\12062000\I717789.raw 



JOB yagty Lggca ctctccoccc tg tcgcg t Lc gctcgctcgc tygctcgttt yggggyytgg 

J. 0 9 cagctcaaag agctgccaga cyacggccci ctggccgtcg cccccccaaa cyagccagcg 

110 aycgayeqaa cgcgacagyg gggagagtgc ca 

1.12 <2J0> SfiO ID NO: 2 

113 <211> LENGTH: 3 90 

1.1 4 <212> TYPE : PRT 

115 < 2 J 3> O KG AN I S M : Ar t i f i c 1 a 1 S e qu e nee 

117 <2 20> AT If RE : 

1.18 <223> other INFORMATION: Description of Artificial Sequence : /Note - 
119 synthetic construct 

121 <4 00> SEQUENCE: 2 



122 


Met 


Ala 


Leu 


Val 


Asn 


Trp 


Leu 


Va 1 


Glu 


His 


Gly 


lie 


Thr 


Ser 


Glu 


Lys 


12 3 


1 








5 










10 










15 




124 


Gin 


Trp 


Il.e 


Gin 


Glu 


As n 


Gin 


Glu 


Ser 


Tyr 


Leu 


Ser 


Phe 


Asn 


Ser 


Thr 


125 








20 










25 










30 






126 


Gly 


Asn 


Ser 


Arg 


Ser 


Gin 


Tie 


Lys 


Ala 


Ala 


Leu 


Asp 


Asn 


Ala 


Thr 


Lys 


127 






35 










40 










45 








128 


He 


He r. 


Ser 


Leu 


Thr 


Lys 


Ser 


Ala 


Val 


Asp 


Tyr 


Leu 


Val 


Gly 


Ser 


Ser 


129 




50 










5 5 










60 










130 


Val 


Pro 


Glu 


Asp 


He 


Ser 


Lys 


Asn 


Arg 


He 


Trp 


Gin 


lie 


Phe 


Glu 


Met 


13.1 


6 5 










70 










75 










80 


.1.32 


Asn 


Gly 


Tyr 


Asp 


Pro 


Ala 


Tyr 


Ala 


Gly 


Ser 


He 


Leu 


Tyr 


Gly 


Trp 


Cys 


133 










85 










90 










95 




134 


Gin 


Arg 


Ser 


Phe 


Asn 


Lys 


Arg 


Asn 


Thr 


Val 


Trp 


Leu 


Tyr 


Gly 


Pro 


Ala 


135 








100 










.105 










110 






136 


rhr 


Thr 


Gly 


Lys 


Thr 


Asn 


lie 


Ala 


Glu 


Ala 


He 


Ala 


His 


Thr 


val 


Pro 


.137 






1 1.5 










120 










125 








.13 8 


Phe 


Ty.r 


Gly 


Cys 


Va 1 


Asn 


Trp 


Thr 


Asn 


Glu 


Asn 


Phe 


Pro 


Phe 


Asn 


Asp 


13 9 




130 










135 










14 0 










140 


Cys 


Val 


Asp 


Lys 


Met 


Leu 


He 


Trp 


Trp 


Glu 


Glu 


Gly 


Lys 


Met 


Thr 


Asn 


141 


145 










.150 










15 5 










16 0 


1.42 


Lys 


Val 


Val 


Glu 


Ser 


Ala 


Lys 


Ala 


lie 


Leu 


Gly 


Gly 


Ser 


Lys 


Val 


Arg 


14 3 










165 










170 










17 5 




1 4 4 


Val 


ASp 


Gin 


Lys 


Cys 


Lys 


Ser 


Ser 


val 


Gin 


He 


Asp 


Ser 


Thr 


Pro 


Val 


1.4 5 








18 0 










185 










190 






146 


He 


Va .1. 


Thr 


Ser 


Asn 


Thr 


Asn 


Met 


Cys 


Val 


Va .1 


Val 


A sp 


Gly 


Asn 


Ser 


147 






195 










200 










205 








148 


Thr 


Thr 


Phe 


Glu 


nis 


Gin 


Gin 


Pro 


Leu 


Glu 


Asp 


Arg 


Met 


Phe 


Lys 


Phe 


J 49 




210 










215 










220 










150 


Glu 


Leu 


rhr 


Lys 


Arg 


Leu 


Pro 


P ro 


Asp 


Phe 


Gly 


Lys 


He 


Thr 


Lys 


Gin 


151 


225 










230 










23 5 










24 0 


1.52 


Glu 


Va 1 


Lys 


Asp 


Phe 


Phe 


Ala 


Trp 


Ala 


Lys 


Val 


Asn 


Gin 


Va 1 


Pro 


Va .1 


153 










245 










250 










255 




.154 


Thr 


His 


Glu 


Phe 


Lys 


Val 


Pro 


Arg 


Glu 


Leu 


Ala 


Gly 


Thr 


Lys 


Gly 


Ala 


15 5 








260 










265 










270 






156 


Glu 


Lys 


Ser 


Leu 


Lys 


Arg 


Pro 


Leu 


Gly 


Asp 


Va 1 


Thr 


Asn 


Thr 


Ser 


Tyr 


157 






275 










280 










28 5 








158 


Lys 


Ser 


Leu 


Glu 


Lys 


Arg 


Ala 


Arg 


Leu 


Ser 


Phe 


Val 


Pro 


Glu 


T h r 


Pro 


159 




290 










295 










300 











4560 
4620 
4652 
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RAW SEQUENCE LISTING DAT 15 : .12/06/2000 

PATENT APPLICATION: US/09/717,7 89 TIME : 14:55:40 



Input, Set : A:\W078880.txt 

Output Set: N:\CRF3\12062000\I717789.zaw 



160 


Arg 


Ser 


Ser 


Asp 


Val 


Thr 


Val 


Asp 


Pro 


Ala 


Pro 


Leu 


Arg 


Pro 


Leu 


Asn 


161 


305 










310 










3 1 5 










320 


162 


Trp 


Asn 


Ser 


Arg 


Tyr 


Asp 


Cys 


Lys 


Cys 


Asp 


Tyr 


His 


Ala 


Gin 


Phe 


Asp 


163 










3 25 










330 










335 




164 


Asn 


lie 


Ser 


Asn 


Lys 


Cys 


Asp 


Glu 


Cys 


Glu 


Tyr 


Leu 


Asn 


Arg 


Gly 


Lys 


165 








34 0 










345 










350 






166 


Asn 


GLy 


Cys 


lie 


Cys 


Hi s 


Asn 


va 1 


Thr 


His 


Cys 


Gin 


He 


Cys 


His 


Gly 


167 






355 










360 










365 








168 


ile 


Pro 


Pro 


Trp 


Glu 


Lys 


Glu 


Asn 


Leu 


Ser 


Asp 


Phe 


Gly 


Asp 


Phe 


ASp 


169 




370 










375 










380 










170 


ASp 


Ala 


Asn 


Lys 


Glu 


Gin 






















171 


385 










390 






















173 


<210> SIL'Q 10 


NO : 


3 
























174 


<211> LENGTH 


: 610 
























175 


<212> TYPE: PRT 


























176 


<213> ORGANISM: Artificial Sequence 
















178 


<2 20> FEATURE : 


























179 


<22 3> OTHER : 


EN FORMAT ION : 


Description 


of Artificial Sequence : /Not < 


180 




synthetic construct 




















182 


<4U0> SEQUENCE: 3 
























183 


Met 


Ala 


Thr 


Phe 


Tyr 


Glu 


Val 


lie 


Val 


Arg 


Val 


Pro 


Phe 


Asp 


Va 1 


Glu 


184 


1 








5 










10 










15 




185 


Glu 


His 


Leu 


Pro 


Gly 


Ile 


Ser 


Asp 


Ser 


Phe 


Val 


Asp 


Trp 


Val 


Thr 


Gly 


186 








20 










25 










30 






187 


Gin 


I Le 


Trp 


GLu 


Leu 


Pro 


Pro 


Glu 


Ser 


Asp 


Leu 


Asn 


Leu 


Thr 


Leu 


Val 


188 






3 5 










40 










4 5 








189 


Gin 


Gin 


Pro 


Gin 


Leu 


Thr 


Val 


Ala 


Asp 


Arg 


He 


Arg 


Arg 


Val 


Phe 


Leu 


.190 




50 










55 










60 










191 


Tyr 


GLu 


Trp 


Asn 


Lys 


Plie 


Ser 


Lys 


Gin 


Glu 


Ser 


Lys 


Phe 


Plie 


Vai 


Gin 


192 


65 










70 










75 










8 0 


193 


Phe 


Glu 


Lys 


Gly 


Ser 


Glu 


Tyr 


Phe 


His 


Leu 


His 


Thr 


Leu 


Val 


GLu 


Thr 


.194 










85 










90 










95 




3 95 


Ser 


Gly 


Ile 


Ser 


Ser 


Met 


Val 


Leu 


Gly 


Arg 


Tyr 


Val 


Ser 


Gin 


lie 


Arg 


196 








10 0 










10 5 










110 






197 


A La 


Gin 


Leu 


val 


Lys 


Val 


Va L 


Phe 


Gin 


Gly 


lie 


Glu 


Pro 


Gl n 


He 


Asn 


198 






1.15 










1 20 










1.2 5 








199 


Asp 


Trp 


va 1 


Ala 


Ile 


Thr 


Lys 


Val 


Lys 


Lys 


Gly 


Gly 


Ala 


Asn 


Lys 


Val 


2 00 




13 0 










135 










14 0 










201 


vai 


ASp 


Ser 


Gly 


Tyr 


He 


Pro 


Ala 


Tyr 


Leu 


Leu 


Pro 


Ly s 


val. 


Gin 


Pro 


202 


1 4 5 










150 










155 










160 


203 


Glu 


Leu 


Gin 


Trp 


Ala 


Trp 


Thr 


Asn 


Leu 


Asp 


Glu 


Tyr 


Lys 


Leu 


Ala 


Ala 


204 










16 5 










170 










17 5 




205 


Leu 


Asn 


Leu 


Glu 


Glu 


Arg 


Lys 


Arg 


Leu 


Val 


Ala 


Gin 


Phe 


Leu 


Ala 


Glu 


2 06 








180 
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